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Purpose: Dupuytren's disease (DD) is a c o m m o n f ibrot ic condi t ion of Ihe palmar fascia, 
leading to deposition of col lagen-rich cords and finger contractions. The metzinc in super-
family contains key enzymes in the turnover of collagen and other extracellular matrix 
macromolecules . A number of broad-spectrum matrix metalloproteinase inhibitors , used in 
cancer c l inical trials, caused side effects of D D - l i k e contractures. W e tested the hypothesis 
that changes in the expression of specific metalloproteinases underlie or contribute to the 
fibrosis and contracture seen in D D . 

Methods : W e col lected tissue from patients w i t h D D and used normal palmar fascia as a 
control . W e prof i led (he expression of the entire matrix metalloproteinase ( M M / ) , tissue 
inhibi tor of metailoproteinases (TIMP), and a disintegrin and metalloproteinase domain w i t h 
thrombospondin moti f {ADAMTS) gene families in these tissues using real-time reverse-
transcription polymerase chain reaction. 

Results: A number of metalloproteinases and inhibitors are regulated in D D . The expression 
of 3 key collagenases, MMP1, MMP73, and MMP74 is increased significantly in the D D 
nodule, as is the expression of the collagen biosynthetic enzyme ADAMTS14. The expression 
of MMP7, an enzyme w i t h broad substrate specificity, is increased in the D D nodule and 
remains equally expressed in the D D cord. T/MP7 expression is increased significantly in D D 
nodule compared w i t h normal palmar fascia. 

Conc lus ions: This study measured the expression of all MMP, ADAMTS, and T/MP genes in 
D D . Contraction and fibrosis may result from: (1) increased collagen biosynthesis mediated 
by increased A D A M T S - 1 4 ; (2) an increased level of TIMP-1 b locking M M P - 1 - and M M P -
13-mediated collagenolysis; and (3) contract ion enabled by M M P - 1 4 - m e d i a t e d pericellular 
collagenolysis (and potentially MMP-7) , w h i c h may escape inhib i t ion by TIMP-1 . The 
complete expression profile w i l l provide a knowledge-based approach to novel therapeutics 
targeting these genes. (J Hand Surg 2 0 0 7 ; 3 2 A : 3 4 3 - 3 5 1 . Copyright © 2007 by the American 
Society for Surgery of the Hand.) 
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D -

upuytren ' s disease ( D D ) is a c o m m o n con­
d i t i o n w i t h 4 % to 6 % o f Caucasian popula ­
tions h a v i n g evidence o f disease, 1 and affect­

i n g up to 2 0 % o f men older than 65 years o f age? 
C l i n i c a l l y it is characterized by fibrosis o f the palmar 
fascia; progression and potent ia l ly onset o f the dis­
ease involves the f o r m a t i o n and p r o l i f e r a t i o n o f m y o ­
fibroblasts. Three dist inct h is to logic phases have 

been de sc r ibed . 3 w i t h a pro l i fera t ive phase leading to 
the development o f a nodular les ion. an i n v o l u t i o n a l 
phase in w h i c h cells a l ign themselves to lines o f 
stress, and a residual phase leaving a scar-like cord 
tissue. Thus . the nodules are thought to represent an 
active phase o f disease wi th myof ibroblas t p r o l i f e r ­
a t i o n . whereas the cords represent late-stage disease 
and the absence o f myof ibroblas ts . 
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The matr ix metalloproteinases ( M M P s ) are a f a m ­
i l y o f 23 enzymes in human beings that include the 
o n l y m a m m a l i a n enzymes able to degrade the co l la ­
gen tr iple helix in a specific manner under phys io ­
logic c o n d i t i o n s . 4 The classic collagenases are 
M M P - I , -8, and -13 o f the h u m a n enzyme s. M o r e 
recently, M M P - 2 (gelatinase A ) and M M P - 1 4 ( M T l -
M M P ) also have been shown to make this specific 
cleavage. a l though w i t h less catalyt ic e f f i c i e n c y . 5 -
Other M M P s also have been i m p l i c a t e d in co l lagen 
turnover (eg, M M P - 3 , by v i r tue o f its a b i l i t y to 
activate the pro-enzyme f o r m o f M M P - 1 ) . 8 A related 
f a m i l y o f metalloproteinases, a d i s i n t e g r i n and met­
alloproteinase d o m a i n w i t h t h r o m b o s p o n d i n m o t i f 
( A D A M T S s ) , have 19 members in human beings and 
also are impl i ca ted in extracel lular matr ix ( E C M ) 
metabolism. These include enzymes capable of 
degrading the proteoglycan, aggrecan (at least 
A D A M T S - 1 , -4, -5, -8, -9, and -15), and 3 procollagen 
N-propeptidases ( A D A M T S - 2 , -3, and -14) . M a n y 
other members o f this f a m i l y are o f u n k n o w n func­
t i o n . 9 A f a m i l y o f 4 specific inhib i tors , the tissue 
i n h i b i t o r s o f metalloproteinases ( T I M P s ) , have been 
described. 10 A l t h o u g h the a b i l i t y o f the 4 T I M P s to 
i n h i b i t M M P s is largely promiscuous , a number o f 
f u n c t i o n a l dif ferences have been noted; for example , 
T I M P - 2 , -3 , and -4, but not T I M P - l , are effect ive 
inh ib i tors o f the membrane-type metalloproteinase 
( M T - M M P ) subclas s. Specif ic i ty among the T I M P s 
for inhibi t ion o f the A D A M T S f a m i l y o f m e t a l l o p r o -
teinases also has been descr ibed, w i t h T I M P - 3 
b e i n g a potent i n h i b i t o r o f A D A M T S - 4 (aggre-
canase-1) and A D A M T S - 5 ( a g g r e c a n a s e - 2 ) . 1 ' I n 
m a n y fibrotic diseases such as those a f f e c t i n g the 
l i v e r , l u n g , and s k i n , M M P s ( a n d re la ted m e t a l l o ­
proteinases) and T I M P s p lay an i m p o r t a n t r o l e . 
N o r m a l E C M t u r n o v e r can be v i e w e d as a balance 
be tween prote inase and i n h i b i t o r a c t i v i t i e s . w i t h 
f ibrosis c o m i n g f r o m an i m b a l a n c e a w a y f r o m 
p r o t e o l y s i s . 4 

In the 1980s and 1990s, several smal l m o l e c u l e 
i n h i b i t o r s o f M M P s were i n v o l v e d i n c l i n i c a l t r ia ls 
in a v a r i e t y o f c a n c e r s . 1 2 T h e m a j o r side e f fec t o f 
these drugs was a so-ca l led musculoskeletal syn­
drome. o f t e n r e f e r r e d to as m u s c u l o s k e l e t a l pa in 
a c c o m p a n i e d b y t e n d o n i t i s . 1 3 1 4 T h i s was dose-
and t i m e - d e p e n d e n t and revers ib le o n t reatment 
d i s c o n t i n u a t i o n , but d i d not respond w e l l to n o n ­
s tero ida l a n t i - i n f l a m m a t o r y d r u g s or l o w - d o s e ste¬
r o i d t rea tment . T h e c l i n i c a l presenta t ion , w h e n re¬
p o r t e d i n d e t a i l , is descr ibed as f r o z e n shoulder or 
a c o n d i t i o n r e s e m b l i n g D D . 1 5 B o t h o f these c o n -

d i t i o n i n v o l v e s i m i l a r f i b r o t i c mechanisms ( o f the 
shoulder j o i n t capsule in the case o f f rozen s h o u l ­
der ) , the l a y i n g d o w n o f a c o l l a g e n - r i c h E C M . and 
the i n v o l v e m e n t o f m y o f i b r o b l a s t - m e d i a t e d c o n ­
t r a c t i o n , 1 6 ' 1 7 A l t h o u g h D O and f r o z e n s h o u l d e r 
have d i f f e r e n t n a t u r a l h is tor ies (the f o r m e r a p r o ­
gressive disease. the lat ter u s u a l l y s e l f - l i m i t i n g 
and r e s o l v i n g in t i m e ) , they m a y w e l l share com¬
m o n p a t h w a y n l ead ing to c o n t r a c t u r e . 1 6 T h e M M P 
i n h i b i t o r s that cause the m u s c u l o s k e l e t a l s y n d r o m e 
are p a n - M M P i n h i b i t o r s , s h o w i n g an a p p r o x i ¬
m a t e l y n a n o m o l a r (or l o w e r ) i n h i b i t i o n constant 
against m a n y o f the M M P s tested. M o r e o v e r , there 
is g o o d evidence that they also m a y i n h i b i t re la ted 
meta l loprote inases (eg , A D A M T S s ) . I n d e e d . the 
musculoske le ta l s y n d r o m e u s u a l l y is ascr ibed to 
the i n h i b i t i o n o f nontarget meta l loprote inases . 

T h e measurement o f a s m a l l subset o f M M P s and 
T I M P s ( M M P - 1 , -2, -9, T I M P - l and -2) in the sera o f 
patients w i t h D D . compared w i t h patients w h o had 
ca ipa l tunnel release, lends some support to the tenet 
that expression o f these enzyme s is altered in D D . 1 8 

Patients w i t h D D had s igni f i cant ly higher serum 
T I M P - 1 levels and the investigators I S suggested that 
there is a systemic change in the M M P - t o - T I M P ratio 
that may lead to increased col lagen deposi t ion. A 
microarray analysis o f gene expression in D D and 
Peyronie 's disease, compared w i t h normal palmar 
fascia and tunica albuginea, respectively, showed 
upregulat ion o f MMP2 and MMP9 in diseased tis­
s u e . 1 9 A reverse-transcription polymerase chain re­
action ( P C R ) - b a s e d comparison o f Dupuytren ' s tis¬
sue w i t h f rozen shoulder or cont ro l shoulder tissues 
showed expression o f MMPI, MMP2, MMP9. and 
TIMPI in al l tissues, w i t h MMP3 absent f r o m D D 
tissue a n d MMP14 increased compared w i t h shoulder 
t i s s u e . 2 0 A n earlier report also showed an increased 
expression o f M M P - 2 and M M P - 9 in D u p u y t r e n ' s 
tissue in response to mechanical l o a d ? 1 None of 
these studies were able to look at al l members o f the 
M M P , T I M P , and related metal loproteinase gene 
fami l i es . 

F r o m these data we proposed the hypothesis that 
M M P s , A D A M T S s , and T I M P s may play a key role 
in the onset or progression o f D D and related disor­
ders. Hence, we used a quantitat ive reverse-transcrip­
t i o n PCR methodology to profi le the expression o f a l l 
members o f the M M P , A D A M T S , and T I M P fami¬
lies in nodule and cord tissue f r o m D D patients and 
compared this w i t h normal palmar fascia taken at 
carpal tunnel relea e. 
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Materials and Methods 
Tissue Samples 

A l l surgery was per formed at the N o r f o l k and N o r ­
w i c h U n i v e r s i t y Hospita l under approval f r o m the 
local research ethics c o m m i t t e e and all patients gave 
i n f o r m e d consent. Tissue f r o m patients w i t h D D was 
taken at fasc iectomy (n = 20 ; age range, 4 2 - 8 3 y ; 3 
w o m e n , 20 men) . Samples were d i v i d e d into regions 
o f nodule and cord according to gross m o r p h o l o g y . 
N o r m a l pa lmar fascia was taken f r o m patients w i t h ¬
out D D w h o had carpal tunnel release (n = 20: age 
range, 25—84 y; 17 w o m e n , 3 men) . Tissue was 
dissected into a p p r o x i m a t e l y 5 - m m pieces and snap 
frozen i n l i q u i d n i t rogen w i t h i n 15 to 30 minutes o f 
surgery. 

R N A E x t r a c t i o n 

Tissue was w e i g h e d and homogenized in reagent 
( T R l z o l ; I n v i t r o g e n Paisley, U K ) ( l mL/0.1 g tissue) 
using an homogenizer ( U l t r a T u r r a x , I K A , Staufen, 
G e r m a n y ) . Particulates were pel leted at 10.000 g for 
10 minutes at 4 ° C and the supernatant was recovered. 
A total o f 600 ju.L c h l o r o f o r m was added per 1 m L 
T R l z o l , v o r t e x e d for 15 seconds, and incubated at 
r o o m temperature for 10 minutes . The TRIzol/chlo-
r o f o r m so lut ion was c e n t r i f u g e d at I 0,000 g for 15 
minutes at 4 ° C and the aqueous layer was placed into 
a fresh tube. A total o f 0.5 X v o l u m e o f I 0 0 % 
ethanol was added and m i x e d . Samples were appl ied 
to spin co lumns (RNeasy M i n i K i t ; Qiagen, C r a w l e y , 
West Sussex, U K ) , cent r i fuged at f u l l speed for 15 
seconds, a n d the flow t h r o u g h w a s discarded as de­
scribed by Price et a l . 2 2 C o l u m n s then were washed 
and eluted according to the manufacturer 's instruc­
t ions. R N A samples were quant i f i ed using a spectro-
photometer ( N a n o D r o p ; a n o D r o p Technologies , 
W i l m i n g t o n , D E ) and stored at - 8 0 ° C . 

Synthes is o f C o m p l e m e n t a r y D N A 
C o m p l e m e n t a r y D N A was synthesized f r o m 1 J.g o f 
to ta l R N A us ing reverse transcriptase (Superscript I I , 
I n v i t r o g e n ) and random hexamers in a to ta l v o l u m e 
o f 20 J.L according to the manufacturer ' s instruc­
t ions. C o m p l e m e n t a r y D N A was stored at - 2 0 ° C 
u n t i l used in downstream PCR. 

Q u a n t i t a t i v e R e a l - T i m e 
P o l y m e r a s e C h a i n R e a c t i o n 

O l i g o n u c l e o t i d e pr imers and fluorescent-labeled 
probes were designed (Pr imer Express 1.0 software; 
A p p l i e d Biosystems. W a r r i n g t o n , U K ) . Sequences 
for MMP and TIMP pr imers and probes were as 

described by N u t t a l l et a l 2 3 and ADAMTS pr imers 
and probes were as described by Porter et a l . 2 4 T o 
c o n t r o l against a m p l i f i c a t i o n o f genomic D N A . p r i m ­
ers were placed w i t h i n di f ferent exons close to an 
intron/exon boundary. w i t h the probe spanning 2 
n e i g h b o r i n g exons where possible. Basic L o c a l 
A l i g n m e n t Search T o o l ( B L A S T ) searches for a l l the 
p r i m e r and probe sequences also were conducted to 
ensure gene speci f ic i ty . The 18S r ibosomal R N A 
( r R N A ) gene was used as an endogenous contro l to 
normal ize for dif ferences in the amount o f to ta l R N A 
present i n each sample; J 8S rRs A pr imers and probe 
were purchased f r o m A p p l i e d Biosystems. 

The r e l a t i v e q u a n t i f i c a t i o n o f genes was per¬
f o r m e d u s i n g the A B I P r i s m 7 7 0 0 sequence detec¬
t i o n system ( A p p l i e d B i o s y s t e m s ) i n accordance 
w i t h the m a n u f a c t u r e r ' s p r o t o c o l . Po lymerase 
c h a i n react ions c o n t a i n e d 5 n g o f rever e - t i a n -
sc r ibed R N A ( I ng f o r I 8 S analyses) , 5 0 % 2 X 
Master M i x ( T a g m a n 2 X Master M i x , A p p l i e d 
B i o s y s t e m s ) . 100 n m o l / L o f each p r i m e r , and 2 0 0 
n m o l / L o f probe i n a t o t a l v o l u m e o f 25 JXL. 
C o n d i t i o n s for the PCR reac t ion were 2 minutes at 
5 0 ° C , 10 minutes at 9 5 ° C , then 4 0 cycles each 
c o n s i s t i n g o f 15 seconds at 9 5 ° C and 1 m i n u t e at 
6 0 ° C . 

T h e threshold cyc le ( C T ) , the cyc le number at 
w h i c h the signal is detectable above the baseline, was 
t ransformed in 2 ways. T o gain an approximate com¬
parison across all genes measured, the a m p l i f i c a t i o n 
ef f ic iency was assumed to be identical across al l 
p r i m e r sets and normal ized to 18S expression us ing a 
t ransformat ion propor t iona l to normal ized copy n u m ­
ber ( 2 _ A C | ) , where A C T is C T (target gene) - Cp 
(18S). W h e n c o m p a r i n g the expression o f a single 
gene across sample groups, standard curves for each 
gene were generated using the c o m p l e m e n t a r y D A 
(cDS A ) f r o m one sample and m a k i n g 2 - f o l d serial 
d i l u t i o n s across an appropriate range. Relat ive input 
amounts o f template c D A then were calculated 
f r o m C p us ing the standard curves; data are presented 
as relative levels o f messenger R N A ( m R N A ) nor­
mal ized to 18S r R N A . A s a final quality control for the 
purified R N A samples, on ly those c D N A s w i t h i n ± I .5 
C T o f the median value for 18S for al l samples were 
used in the downstream study. 

T o ascertain that the a m p l i f i c a t i o n p r o d u c t was 
indeed that o f the des ired target gene. p r o d u c t s 
were u b c l o n e d and sequenced. A l l p r i m e r and 
probe ,ets have been s h o w n to a m p l i f y specif ic 

p r o d u c t s f r o m a p p r o p r i a t e h u m a n tissue sam-
2 3 , 2 4 p l e s . 2 , 2 
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F igure 1 . C o m p a r a t i v e exp ress i on o f M M P genes in n o r m a l p a l m a r fasc ia versus c o r d a n d n o d u l e t issue f r o m D D . T he 
e xp r e s s i o n leve l o f e a c h g e n e w a s d e t e r m i n e d as de s c r i b ed in t he Ma t e r i a l s a n d M e t h o d s se c t i o n a n d n o r m a l i z e d t o the 
leve l o f 7 8 5 rRNA g ene exp ress i on u s i n g ..lCT ( C T I ta rge t gene ] - C T | 1 8 S | ) . O p e n boxes , n o r m a l ; f i l l e d bo xes , c o r d ; d o t t e d 
bo xes , n o d u i e . T h e b o x - a n d - w h i s k e r p l o t s h ows t he m e d i a n , a n d e a c h se c t i o n r ep resen t s a q u a r t i l e o f t he da ta . N.D. , no t 
d e t e c t e d . 

Statist ical A n a l y s i s 

Analyses were per formed on 19 samples f r o m each 
g r o u p because I sample in each g r o u p fai led qual i ty 
cont ro l as detailed p r e v i o u s l y . Differences between 
the 3 groups were defined using a K r u s k a l - W a l l i s 
test or p a i r - w i s e c o m p a r i s o n u s i n g a 2 -s ided M a n n -
W h i t n e y U test ( i n G r a p h P a d Prism 4 ; GraphPad 
Software Inc. San D i e g o . C A ) ; these nonparametric 
te t make no pr ior assumption o n the data distr ibu¬
t i o n . T o account for differences in age and gender, 

tandardized expression data using the tandard 
curve method were subjected to a logar i thmic tran -
f o r m a t i o n to approximate n o r m a l i z a t i o n and te ted 
b y analysi s o f covariance ( A N C O V A ; SPSS for W i n ­
d o w s : SPSS Inc. Chicago . I L ) . Further analysi s o f 

corre lat ion w a p e r f o r m e d u ing the Spearman rank 
corre lat ion (SPSS for W i n d o w ). 

Results 
E x a m i n i n g the o v e r a l l pattern o f gene expression 
shown in Figures I to 3. a s t r i k i n g feature is that the 
level o f TIMP gene expres sion is higher than that o f 
the proteinase genes. Broadly , the level o f steady-
state m R N A acros • the 3 gene fami l ies assayed is 
TIMP > ADAMTS > MMP. Table I show s the d i f ­
ferences in gene expres ion between the D D nodule and 
cord tissue compared w i t h normal palmar fascia. 

A l t h o u g h D D o b v i o u ly involves the l a y i n g d o w n 
o f excess col lagenou m a t r i x , t h i matr ix i ••. pre- u m -
ably al o r e m o d e l e d and hor tened d u r i n g disease 
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F igure 2. C o m p a r a t i v e e xp r e ss i on o f ADAMTS genes in n o r m a l p a l m a r fasc ia versus c o r d a n d n o d u l e t issue f r o m D D . T he 
e xp r e s s i o n leve l o f e a c h g e n e w a s d e t e r m i n e d as de s c r i b ed in t he Ma t e r i a l s a n d M e t h o d s se c t i o n a n d n o r m a l i z e d t o t he 
leve l o f 1 8 5 rR ; g ene e x p r e s s i o n us i ng . . lC T ( C T I ta rge t gene ] - C T [ 1 8 S ] ) . O p e n boxes , n o r m a l ; f i l l e d boxes , c o r d ; d o t t e d 
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d e t e c t e d . 
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F igure 3. Compa r a t i v e exp ress ion o f TIMP genes in n o rma l 
p a lma r fascia versus c o r d and nodu le t issue f r om D D . The 
exp ress ion level o f each gene was d e t e rm i n ed as desc r i bed in 
the Mater ia ls and Me thods sec t ion and n o rma l i z e d to the 
level o f 7 8 5 rRNA gene express ion us ing ACy- (CT [ target 
gene l - C T [ 18S ] ) . O p e n boxes , n o r m a l ; f i l l ed boxes , c o r d ; 
do t ted boxes , n odu l e . T he b o x - a nd -wh i s k e r plot shows the 
m e d i a n , a n d each sec t ion represents a qua r t i l e o f the data . 

progression either as a consequence o f tension or 
c o n t r i b u t i n g to increased tension. Thus, the expres­
sion o f 3 procol lagen N-propeptidases , ADAMTS2, 
ADAMTS3. and par t i cular ly ADAMTS14. is increased 
in the DD nodule , consistent w i t h an increase in 
col lagen synthesis. Conversely , the expression o f 
several enzymes capable o f m e d i a t i n g col lagen 
breakdown, MMPI, MMP2, MMP13, and MMP14, 
also is increased in the DD nodule compared w i t h 
normal palmar fascia, consistent w i t h increased colla¬
gen turnover. The increase o f all o f the earlier-described 
enzymes is to some extent attenuated in the DD cord. 

C o m p a r i n g the DD nodule w i t h the cord, it is clear 
that many genes that are induced in the nodule are at 
least less induced in the c o r d , w i t h many not signif¬
icant ly d i f f e r e n t in the cord compared w i t h n o r m a l 
palmar fascia. T h e o n l y gene whose expression is 
increased i n the DD n o d u l e and remains increased to 
a s i m i l a r l e v e l in the DD c o r d is MMP7: M M P - 7 has 
a broad substrate s p e c i f i c i t y , 2 5 and this may represent 
a c o n t i n u e d m a t r i x r e m o d e l i n g process in the DD 
cord (see later) . 

The mo st s igni f i cant ly d o w n r e g u l a t e d gene i n the 
DD nodule is MMP3. Th i s appears to be a recurr ing 
theme in diseases i n v o l v i n g matr ix destruction be­
cause s i m i l a r f indings have been reported i n osteo-
ar thr i t i c c a r t i l a g e 2 6 and degenerat ive t e n d i n o p a t h y . 2 7 

Six A D A M T S enzymes have been s h o w n to be ag-
grecanases. at least in vitro, ADAM1TS-1, ADAM1TS-4. 

ADAMTS-5, ADAM1TS-8. ADAM1TS-9, and 
A D A M T S - 1 5 . ADAMTSI5 is expressed in normal 
palmar fascia, but not regulated in DD tissue. 
ADAMTS4. ADAMTS5. and ADAMTS9 all are ex¬
pressed in n o r m a l palmar fascia and increased in the 
DD nodule . but not the cord . ADAMTSI is expressed 
robust ly in normal palmar fascia and expression is 
l o w e r in the DO nodule. ADAMTS8 is undetectable 
in most tissue amples. 

O f the TIMPs, TIMPI expression is increased in 
the OD nodule , but TIMP2, TIMPi. and TIMP4 a l l 
are expressed at l o w e r levels in the DO nodule than 
i n normal palmar fa cia. 

A n a l y is o f covariance showed that there is a 
relat ionship between the pat ient 's age and the level 
o f gene expression for MMP3, MMPI6. MMP17, 
MMP25. TIMPI. TIMP2. ADAMTSI. ADAMTS5. 
and ADAMTSI8. Analys i s o f covariance also showed 
a weak relat ionship between gender and expression 
o f MMP16). TIMP2, ADAMTS3. and ADAMTS5. The 
stat is t ical ly s ignif icant differences in gene expression 
for these genes between groups (detailed p r e v i o u s l y ) , 
however , are paral le led in this analysis in al l 
cases apart f r o m ADAMTS18. The expression of 
ADAMTSI8 shows no statistical dif ference between 
groups under A C O V A analysis but shows weak 
significance when analyzed by either Kruskal -Wal l i s or 
in pair-wise analysis using the M a n n - W h i t n e y U test. 
For the expression o f MMP3. TIMP1. and TIMP2. there 
is a trong correlation w i t h age i n normal palmar fascia 
(the former 2 decreasing w i t h age, the latter increasing) 
that is lost in DD tissues. This shows that regulatory 
mechanisms for these genes are aberrant in disease. 
Table 2 shows a Spearman rank correlat ion analysis 
for the 9 genes showing an effect of age in A N C O V A . 
Figure 4 shows the corre la t ion o f MMP3 expression 
w i t h age in the normal palmar fascia. 

Discussion 
I n creens o f gene expression the need to account for 
m u l t i p l e testing in the stat ist ical analyses is problem¬
atic. The B o n f e r r o n i correct ion is often conservative, 
r e m o v i n g type I error (false po i t i v e ) at the expen e 
o f type I I error (false negat ive) . T h i s w o u l d l i m i t the 
u t i l i t y o f gene expression studies in w h i c h the val id¬
i t y o f any m u l t i p l e testing procedure has yet to be 
ascer ta ined . 2 8 2 9 In Table \, we have not appl ied any 
correction for m u l t i p l e test ing. a l though at the 5% 
signif icance level (p = .05) a false-posit ive rate o f \ 
in 20 w o u l d be expected. 

O f p r i m e importance to the phenotypic outcome o f 
these changes in gene expression is the final balance 
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Table 1 . Compar ison of Gene Expression Between No rma l Palmar Fascia, Co rd , and Nodu le Tissue 
From D D 

Gene 

va l ue 

N o r m a l versus n o d u l e 
( + , h i ghe r in nodu l e ) 

N o r m a l versus c o r d 
( + , h i ghe r in co rd ) 

N o d u l e ve rsus c o r d 
( + , h ighe r i n co rd ) 

M M P 7 + .0009 NS s 
MMP2 + <.0001 + .0043 - .0043 
MMP3 - <.0001 - .0002 + .0091 
MMP7 + <.0001 + <.0001 NS 
MMP8 >s s + .044 
MMP9 . s s NS 
MMP70 NS s NS 
MMP77 + <.0001 + <.0001 - .004 
MMP72 NS NS NS 
MMP73 + <.0001 + .0003 - .0012 
MMP74 + <.0001 NS - .0061 
MMP75 + .0144 NS .0098 
MMP76 + <.0001 + .036 - .004 
MMP77 + <.0001 NS - <.0001 
MMP79 + <.0001 NS - .0028 
MMP20 ND D ND 
MMP27 + .0071 NS s 
MMP23 s NS NS 
MMP24 NS NS NS 
MMP25 NS NS NS 
MMP26 ND ND ND 
MMP27 - .0003 s + .002 
MMP28 NS s .04 
ADAMT5 7 - .011 s + .0043 
ADAMT52 + .0012 NS - .012 
ADAMT53 + .0034 + .018 NS 
ADAMT54 + .0024 NS .0005 
ADAMTS5 + .0066 NS - .017 
ADAMTS6 - .0043 NS + .04 
ADAMTS7 NS NS NS 
ADAMTS8 - .0056 NS + .0043 
ADAMT59 + .0037 NS NS 
ADAMT570 s NS s 
ADAMT572 + <.0001 + .0028 - .002 
ADAMT5 73 s s s 
ADAMT574 + <.0001 s - .0002 
ADAMT575 s s + .036 
ADAMT5 76 + .0223 s - .0024 
ADAMT5 77 NS s NS 
ADAMT5 78 + .036 + .0144 NS 
ADAMT579 - .0056 s + .021 
ADAMTS20 .0034 s + .0031 
TIMP7 + .0008 NS - .028 
TIMP2 - .0115 NS + .0005 
TIMP3 - .004 NS NS 
TIMP4 - .004 NS + .03 

f 

Statistical analysis w a s performed p a i r - w i s e u s i n g the M a n n - W h i t n e y U test. 
i\S, not s i g n i f i c a n t ; ND , not d e t e c t e d . 

of proteinase versus i n h i b i t o r . A l t h o u g h this is i m ­
possible to ascertain f r o m a study at the steady-state 
m R N A level such as this, it is clear that TIMPI is the 
only TIMP whose expression is increased s i g n i f i ­

cant ly i n the D D nodule compared w i t h n o r m a l p a l ­
mar fascia. Indeed, TIMP2. TIMP3. and TIMP4 a l l 
are reduced in the D D nodule. Thus , in the D D 
nodule, the s i tuat ion may be s i m i l a r to that described 

J* 
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in l iver f ibrosis , in w h i c h the potential fo r matr ix 
degradation is present, even in advanced disease. but 
is prevented by T I M P e x p r e s s i o n . 3 0 O f potential i m ­
portance here is the fact that T I M P - 1 is a poor 
i n h i b i t o r o f M M P - 1 4 . M M P - 1 5 , M M P - 1 6 , and 
M M P - 2 4 . ' " Because expression o f MMPI4 and 
MMP/6 is s ignif icant ly increased in the D D nodule, 
these proteinases might escape i n h i b i t i o n f r o m 
T I M P - 1 . This also may p r o v i d e a mechanism for 
col lagen remodel ing , par t i cu lar ly in the per ice l lular 
e n v i r o n m e n t (by M M P - 1 4 , a m e m b r a n e - b o u n d en­
zyme) d u r i n g contract ion in the presence o f T I M P - 1 . 
S i m i l a r l y , M M P - 7 (whose expression is increased 
equal ly in both the D D nodule and the cord) , lacks a 
C-terminal h e m o p e x i n - l i k e d o m a i n that is c o m m o n 
to most M M P s , decreasing its a f f in i ty for at least 
T I M P - 1 , 3 ' and potent ia l ly resist ing i n h i b i t i o n in pa¬
t h o l o g y . 

Several studies have compared the contractile prop­
erties of Dupuytren's c o r d - or n o d u l e - d e r i v e d f i b r o ­
blasts w i t h c o n t r o l c u l t u r e s . 3 2 - 3 5 Results v a r i e d 
d e p e n d i n g o n the m o d e l o f c o n t r a c t i o n used, b u t 
the consensus appears t o be that D u p u y t r e n ' s fi­
broblasts can generate s i g n i f i c a n t l y increased con¬
t r a c t i l e f o r c e c o m p a r e d w i t h c o n t r o l ce l ls , w i t h 
n o d u l e - d e r i v e d c e l l s s h o w i n g greatest c o n t r a c t i o n . 
I n such m o d e l s , b r o a d - s p e c t r u m synthet ic M M P 
i n h i b i t o r s have been s h o w n to i n h i b i t contrac ­
t i o n , 3 6 3 7 and this is para l l e led by the i n h i b i t i o n o f 
w o u n d c o n t r a c t i o n i n a mouse m o d e l o f s k i n 
w o u n d h e a l i n g . 3 8 T h i s lat ter s t u d y also r e p o r t e d a 
decrease in a - s m o o t h musc le actin express ion in 
the presence o f the M M P i n h i b i t o r . T h i s b l o c k a d e 

Table 2 . Cor re la t ion of Gene Expression W i t h 
Age in No rma l Palmar Fascia, Co rd , o r Nodu le 
Tissue From D D 

p va l ue (r va lue ) 

Gene C o r d N o d u l e N o r m a l 
MMP3 
MMP16 
MMP17 

TIMP2 
ADAMTSI 
ADAMTS5 

.318 

.204 

.322 

.323 

.632 

.280 
.051 (.454) 

.627 
ADAMTS78 .022 (- .523) 

.273 

.307 
.024 (—.516) 

.358 

.557 

.416 

.263 
.011 ( — .567) 

.468 

<.001 ( — .774) 
.063 (—.435) 

.616 

.115 
.012 (— .565) 
.013 (.558) 

.473 

.743 

.348 
Genes s h o w n are those i d e n t i f i e d by A N C O V A . Statistical ana l ­
ysis w a s p e r f o r m e d us ing the Spearman r a n k c o r r e l a t i o n . T h e 
Spearman r v a l u e is s h o w n w h e r e c o r r e l a t i o n is s igni f icant (pos­
i t ive v a l u e indicates an increase in express ion w i t h age, negat ive 
v a l u e indicates a decrease in express ion w i t h age). 
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F igu re 4 . Co r r e l a t i o n of MMP3 express ion w i t h age in nor ­
mal pa lma r fasc ia. The exp ress i on level o f M M P 3 was deter­
m i n e d us ing t he s tandard c u r v e me t h o d as desc r i bed in the 
Ma te r i a l s and Me t h o d s sec t ion and n o rma l i z e d to the level o f 
7 8 5 rRNA gene exp ress ion u s i ng an ad jus ted A C T ( C T I target 
gene l - C T 118S], a l l o w i n g for e f f i c i e n c y o f p r ime r - p r o be 
sets). The so l id l ine shows the best f i t as de t e rm i ned by l inear 
regress ion, w i t h do t t ed l ines de f i n i ng 9 5 % c o n f i d e n c e l im i ts . 

o f c o n t r a c t i o n is d i f f i c u l t to d o v e t a i l w i t h the re¬
p o r t e d side effects o f some o f these M M P i n h i b i ¬
tors i n c l i n i c a l t r ia ls i n w h i c h D u p u t y r e n ' s - l i k e 
contracture and frozen shoulder were o b s e r v e d ' 3 - ' 5 ; 
however , this may r e f e c t the fact that culture models 
o f col lagen lattice contract ion o n l y represent a single 
facet o f a more complex disease process. A g a i n , 
d r a w i n g on the analogy w i t h l i v e r fibrosis, a treat¬
ment that downregulates T I M P s but increases the 
a c t i v i t y o f M M P s m a y be an appropriate therapy for 
D D . 3 n One such poss ib i l i ty is r e l a x i n , an i n s u l i n - l i k e 
g r o w t h factor hormone reported to decrease col lagen 
expression, increase M M P , and decrease T I M P ex­
pression in a variety o f w r / f r o and /» v i v o m o d -
e l s . 3 9 - 4 2 

It also may be possible to target col lagen biosyn¬
thesis via b lockade o f A D A M T S - 1 4 . Funct ional 
over lap between the 3 A D A M T S p r o c o l l a g e n - N -
propeptida ses ( A D A M T S - 2 , -3, and -14) provides 
the potent ia l to i n h i b i t A D A M T S - 1 4 w i t h o u t d i s r u p ­
t i o n o f g l o b a l col lagen synthes i s , 4 3 but this may be 
suf f i c ient to s l o w or halt co l l a ge n deposi t ion i n D D . 

The current study examines the expression o f the 
entire MMP, ADAMTS. and TIMP famil ies in D D . 
These enzymes and i n h i b i t o r s have cr i t ica l roles in 
extracel lular matr ix homeostasis, w h i c h is c lear ly 
dysregulated in D D . These data w i l l a l l o w future 
w o r k to focus on the f u n c t i o n o f specific meta l lopro-
teinases in the disease process. 
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